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| <- Gag pl7 matrix Gag pl7 matrix \/ p24 capsid

MGAr nSVLRGkKaDELEKi RLRPgGKKK Yr LKH VWaANeLdr FgLaEsLLESKEGCQk! | t VLdPI VPTGSENLk SLf NTvCVi wC?HAEEKv KDTEeAK. ki VqRHLvAEt gTaeKMPnt SRPt APpSgkgng PV
R K: M | G-.Q- S-

M’EARgSVLSGKKTDELEKVRLRP@KKIkYrrLKHIVVW(vNELd RFGLAEs| LeSKEGCB Kl | 't vLaPLVPTGSENLKSLf N} VCVi y CLHAeeKVKDTEEAK. Ki AQ”HLaadt . EKnPAL S”pt aPpSg rGPYPV

——T————R ------- -

.................................... XANELDRFALAESLLETKEGCQKI LTVLEPLVPTGSENLKSL YNTTCVI WCL HAEQKVKHTEERN. EVVERHL AAETKNAEKIVPATSRPTAPSSGGRGNYPV
.................................... XANELDRFGLAESL L ENKEGCQKI LSVLAPLVPTGSENLKSL YNTVCVI WCL HAEEKVKDTEGAK. QF VORHL VWETGTADKMPSTSRPTAPPSDRGRNYPV
.................................... XAREL DRFGLAESL LENKEGCHRI L TVLEPLMPTGSENLKSLFNAVCVVYCLHAAVKVKDT EEAKKHVQOQHHL VAGGKT TEKL PPQSRPTAPPSGGGENYPV
.................................... XANEL DRFGLAENL L ESKEGCQKI LTVLAPLMPTGSENLKSLFNTVCVI WCLHAEKKVKDTEEAK. KLAQSHLVVDT. . . EKTPTADKPAATSSG. . RNYPV
MGaRNSVL SGKk ADEL EKi RLRPg GKKk YL KHv VWA ANe L Dr FGLAESL LenKEGe Gk LSVLaPLVPTGSENLKSLY NTVc Vi WCI HAEeKVKh TEEAK. Q VQRHLVVEt gTadt rTPﬁTSRPTAPp SG ggNYPV
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HIV-2/SIV
Amino Acids

CONSENSUS_A Q?2gGNY HvPLSPr TLnAWKLY EeKKFGAEVVPGFQAL SEGCTPYDI NQULNCVCDh QAN | RE! | NeeAAVID2GHPI P. GPLPAGCLRePRGSDI AGTTSTVEEQ gV RoghPy PVGn! YRRW QI GLQ
ARD —  HVE----- e o g S
AN HZ BV e YYD N
ATl SY T N e Voo e Do E--Y-QE-mmmmmmmm e
AST VA . NN
A_UC2 NS o Acmmm e Do D----- YoQommmm e
A_BEN oA Ve . L o D----- Yo e
A_CAMD N .. AN---- e . Acmmmmmme e
A_D194 i Ao e o D----- Yo QP e
AZGHL e D - - e e D----- Acwmm e e
A_NDS e Acmmm e [P Acmmmemee e
AKR e A o S e e Ve e e e e Aceolommmeceeaeo
ACAL co VA D - - m e VAr < oo e e e Recmmmmmmmmmmeeme
AZ7924A1 L (VAR VAr = oo e Acmmmmmme e
A_60415K1 “HVe----- T Er o Vem e e e e m e e Dr e
AFAL B L o L e Acmmm e Do D----- YeoAooolmemmeanne Ve----
QONSENSUS B QQ VAGNYYH PLSPRTLNAWKLY EeKKFGaeVVPGFQAL SEGCTPYDI NQULNCVGeHQAMG | | RE! | NEEAAGVDQQHPSP. GP| PAGRLRAPRGSDI AGTTSTVEEG QWY RagPyPVGN YRRW Q2GLQ
B_UCL I P Y Doemmmm e [ e P
_EHOA ... R VIR Ervmmmmmmmmmm e Pecee e L---
B_60667K1 e e S ENF - e e e e Doeo | Ereemmemmee- Eremmve-- IR VRN Ervmmmmmmmem e Cmmmmmmeee e [---
) el Ve e Ervmmmmm e L---
B_ONFT4 e Voo | o e [ e e QP [---
B_7810A1 e D - - = m e e el [emmmemaeee L---
B ONFT1 e Voo | e e [ e e QP I---
C_22381 QQ VAGNYVHHPL SPRTLNAVWKL VEEKKF GAEVVPGFQAL TEGCTPYDI NQLLNCVGDHQAAMY | REI | NEEAADWDEHHPVP. GPLPAGQLRDPRGSDI AGTTSTVEEQ QUMYRAQNPVPVGNI YRRW QLGLQ
D_FO784 QQ VGGNYVHLPL SPRTLNAVWKL VEDKKF GAEVVPGFQAL SEGCTPYDI NQVLNCVGEHQAAMY | REI | NDEAADADQRHPQP. GPLPAGQL RDPRGSDI AGTTSTVEEQ QUMYRQQNPI PVGNI YRRW QLGLQ
AE_PAL QQ | GNNYVHSPL SPRTLNAVWKL VEEKKF GAEVVPGFQAL SEGCTPYDI NQVLNCVGEHQAAMY | REI | NEEAADWDVQHPR. . GQPPAQGL RDPSGSDI AGTTSTPAEQI EVMYRNPNPI PVGDI YRRW QLGLQ
AB_7312A1 QQ VAGNYVHVPL SPRTLNAWKL VEEKKFGAEVVPGFQAL SEGCTPYDI NQVLNCVGEHQAAMVI REI | NEEAADWDQQHPVP. GPLPAGQL RDPRGSDI AGTTSTVEEQ QUMYRGQSP! PVGNI YRRW QLGLQ

CONSENSUS_SD  QQ | GANYVHLPLSPRTLNAWKLi EEKKFGAEVWpGFQALSEGC Py DI NQVLNo/GeHQAANQ I Rel | NEEAADV\DLQ—|pQJ qup"CD.REP”gSDI AGTTSt vdeql QAW RqgNPi PVGnI Yr RW Q gLQ
SD_MVR51 D -Q

SD _SMWPBJ14. 441
SD _SMwPBJ14. 15
SD_SMWPBJ6. 6
SD_SMBL92A
SD_SMBL92F

STM STM
STM_STM22579
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KCVRMYNPTNi LDi k QGPKEpFQSYVDRFYKSLRAEQt Dp AVKNWMT QTLLv QnaNPDCKLVLKGLGTNPTL EENLTaOQBJ GGPgQKARLVAEALKEant PaPl PFAAAQ)
G

p24 capsid \/ X

peptide / p9 NC
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_____________ R [
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Ke Avm o mmme e e
_______________ Keomm-
B
S AR - Ke----
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KCVRMYNPTNI L DVKQGPKEPFQS
KCVRMYNPTNI LDl KQGPKETFQS
KCVRMYNPTNI L DVKQGPKESFQS
KCVRMYNPTNI L DVKQGPKEPFQS
KCVr MYNPt ni LDvKQGPKEpFQSYVDRFYKs| RAEQTd pAv KnWMTQTLLI Q\IANPDCKLVLKGLg’WPTLEENLTAC(XJ\/g GPGQ(aRLIVAEALKeALapgpI PFaAaquGp r Kpl k OMCgKEGHSAr QcRaP
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SD_SM\PBJ14. 441
SD_SMWPBJ14. 15

CONSENSUS_STM

HIV-2/SIV

Amino

Acids

p9 NC \/ p6 p6 \
Rr QGCWKCGKpCGH ManCP?RQAGFLG GowGKkpRNFPvaqvpqGL. . ... ... ..o t PTAPPadPavdLLEKk YmQQG kQr EQr eRPYKEVTED Lhl Eqget Phr e?t TEDLLHLNSLFGkDQ
--------------- LR N b A (e CRl o e
---------- S D el Kl o Ry e i T e e (R & L
------------------------------------- WPSS---. e M e Qe e e eee e e e N -
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RRQ(n/\KCGk_cllGI-II VBKCPERQAGFLA GPWGEKKPRNFPit Qv PQGvt PSAPPVhPAe GMTPr GAt PSAPPADPAVEMLKs YMIMGr qQ@ ESRERPYKEV. .. ... ............ TEDLLHLNSLFGEDQ
Qe LN A I Ve e Qe B e N Lo KK Ko N e mm e LIl
Rr q GOWKCGk ngHVVAKCP?RQAGFLG GCPWGKKPRNFPMAQMNQGL. . . .. ... t PTApPEdPAVDLLKNYM?I GKQQRE. 2?2272, . ... ....... sr ekPYKEv. TEDLLHLNSLFGeDQ
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